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with the regulation of Bcl-2/Bax/Caspase-3 sig-
nal pathway.
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Introduction

Breast cancer is the most common malignant 
tumor in women1,2. Breast cancer is closely rela-
ted to abnormality in differentiation induced by 
epigenetic alterations and progressive genetic 
abnormalities3,4. The epigenetic events regulate 
chromatin structure and result in the expression 
change of genes involved in cellular proliferation, 
invasion and migration5,6. Current treatments in-
clude chemotherapy, surgery, and sometimes ra-
diotherapy all together, but the prognosis remains 
poor7,8, despite studies9,10 have identified many 
carcinogens and tumor suppressor genes, which 
are believed to account for the growth of breast 
cancer. The detailed mechanisms of its tumorige-
nesis still remain largely unknown.

Long non-coding RNAs (LncRNAs) are a class 
of RNAs that have more than 200 nucleotides and 
do not have the ability to code proteins in plan-
ts and animals11,12. Accumulating evidence has 
shown that LncRNAs are involved in multiple 
gene regulatory networks, including gene tran-
scription13-15. Decades of studies have found that 
proliferation, apoptosis, metastasis, and invasion 
are closely associated with abnormal expression 
of LncRNAs in human cancer cells, including 
breast cancer16,17. LncRNA UCA1 was shown to 
confer tamoxifen resistance to breast cancer18,19. 
LncRNA UCA1 suppressed breast cancer growth 
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cells proliferation, invasion and migration. Fur-
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and invasion by regulating SATB120. Various Ln-
cRNAs have been demonstrated to play signifi-
cant roles in breast cancer21,22. However, the de-
tailed mechanisms underlying these regulatory 
networks need to be further identified.

LncRNA LINC00628 locates in the second in-
tron of PLEKHA6 (pleckstrin homology domain 
containing A6) in chromosome 1q32.1, the matu-
re RNA which is 1290bp has a poly A tail and 
is discovered in many tumor formations23. It was 
shown to be down-regulated in human gastric 
cancer and worked as a tumor suppressor impo-
sing long-range modulation on the expression of 
cell cycle-related genes23. However, the under-
lying mechanisms of LINC00628 expression ab-
normality remain to be uncovered 

In this study, the role of LINC00628 in bre-
ast cancer was elucidated. A total of 60 paired 
cancer-adjacent control tissues were collected 
form breast cancer patients and expression 
of LINC00628 in breast cancer tissues, adja-
cent non-cancerous tissues and cell lines were 
detected by qRT-PCR. The detailed role of 
LINC00628 in breast cancer was explored by 
cell proliferation, invasion migration assay, cell 
cycle assay and cell apoptosis assay. Our results 
showed the overexpression of LINC00628 sup-
pressed breast cancer cells proliferation, inva-
sion and migration and promoted cell apoptosis 
associated with regulation of Bcl-2/Bax/Caspa-
se-3 signal pathway.

Patients and Methods

Human Tissues
This study was approved by the Ethics Com-

mittee of Chongqing Cancer Institute/Hospital. 
Sixty human tissue samples of breast cancer and 
sixty adjacent non-cancerous tissues samples 
from breast cancer patients who underwent cli-
nical surgeries were collected at the Department 
of Breast Surgery, Chongqing Cancer Institute/
Hospital from 2010 to 2013. All patients showed 
their full intentions to participate in this research 
and signed a consent form, and had not accepted 
preoperative neoadjuvant chemotherapy and ra-
diotherapy. 38 breast cancer patients were with 
lymph node metastasis, and 22 breast cancer pa-
tients without lymph node metastasis. The tumor 
tissues and their adjacent non-tumor tissues were 
frozen in liquid nitrogen once dissected from the 
patients, and those tissues were used for RNA ex-
traction and RT-PCR analysis. 

Cell Culture and Transfection
Normal human breast cell line HCC1937 and 

breast cancer cell lines LCC9, MDA-MB-231, 
LCC2 and MCF-7 were purchased from Ameri-
can Type Culture Collection (ATCC, Manassas, 
VA, USA). All of the cells were cultured in the 
RPMI 1640 medium (Life Technologies, South 
Logan, UT, USA) supplemented with 10% fetal 
bovine serum (FBS; Life Technologies, Carlsbad, 
CA, USA) in a 5% CO2 container at 37°C. Cell 
transfection was conducted with lipofectamine 
2000 reagent according to the manufacturer’s 
protocol.

Real-time qPCR
Total RNAs from tissues and cultured cells 

were extracted by TriZol reagent, which was 
purchased from TaKaRa (Tokyo, Japan). RNA 
quantification was performed by collecting the 
absorbance at 260 nm and 280 nm. cDNAs were 
reversely transcribed from RNAs using a Rever-
se Transcription Kit (TaKaRa, Tokyo, Japan). 
RT-PCR analysis was performed with the Sybr-
Green reagent in the ABI 7900 machine (ABI 
Biotechnology, La Jolla, CA, USA). GAPDH 
was used as an internal control for all the tissues 
and cultured cells. The primers were synthesi-
zed by Quanshijin (Co., Wuhan, Hubei, China). 
All operations in experiments above were con-
ducted three times.

Cell Proliferation Assay
Cell proliferation was assessed by the CCK-

8 assay. Briefly, LCC2 and MCF-7 cells were 
cultured in 96-well plates (3000 cells/well) 
and transfected with LncRNA NC or LncRNA 
LINC00628 for 48h. Afterwards, 10 μL CCK-8 
solution (Dojindo Laboratories, Shanghai, China) 
was added to each well and then cells were incu-
bated for additional 10 min before proceeding to 
detection of absorbance at 405 nm. Air bubbles 
were strictly avoided during the process. Each 
treatment was repeated for at least three times.

Cell Invasion and Migration Assays
3 × 105 cells/ml of LCC2 and MCF-7 cells were 

respectively prepared after being transfected with 
LncRNA NC or LncRNA LINC00628 for 48h. 
Transwell insert chambers were used to deter-
mine assays of cell migration and invasion. 4% 
polyoxymethylene was applied to fix cells, and 
0.2% crystal violet was used as a stain. Inverted 
microscope (Olympus, Tokyo, Japan) was used to 
image and count the cells. 
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Cell Cycle Analysis and Apoptosis Analysis
Each group of LCC2 and MCF-7 cells was see-

ded into six-well plates at a concentration of 3×105 
cells/well after being transfected with LncRNA 
NC or LncRNA LINC00628 for 48h. Afterward, 
cells were collected by low-speed centrifugation 
(1000 rpm, 5 min) at 4°C and cell pellets were 
re-suspended in 1 ml of PBS solution, fixed with 
75% of ice-cold ethanol and stored at -20°C for 
two days. Prior to flowcytometry (FCM, BD Bio-
sciences, Franklin Lakes, NJ, USA) analysis, cells 
were lysed, centrifuged and re-suspended in pro-
pidium iodide (PI, JingMei Biotech, Beijing, Chi-
na) staining buffer containing 50 μl/ml of PI and 
250 μl/ml of RNase A. Finally, the cell mixture 
was incubated at 4°C for 30 min in the dark en-
vironment to detect cell cycle and stained with 5 
μl of annexin V-FITC (JingMei Biotech, Beijing, 
China) to detect apoptosis by fluorescence activa-
ted cell sorting (FACS) technique (BD Bioscien-
ces, Franklin Lakes, NJ, USA). The flowcytome-
try assay was repeated three times.

Western Blot Assay
Proteins from cells were lysed in a lysis buffer 

containing 10 mM Tris, 150 mM NaCl, 5 mM 
EDTA, 0.1% SDS, 1% Triton X-100, and 1% 
deoxycholic acid. Then, 30 μg of protein sam-
ples were subjected to sodium dodecyl sulpha-
te-Polyacrylamide gel electrophoresis (SDS-PA-
GE) followed by transfer onto polyvinylidene 
difluoride membranes (Bio-Rad, Hercules, CA, 
USA). After blocked with 5% skim milk, anti-
bodies against Bcl-2, Bax, Caspase-3 or GAPDH 
(Santa Cruz Biotechnology, Santa Cruz, CA, 

USA) were applied to probe the membranes. 
After all those procedure, the blots were incu-
bated with horseradish peroxidase-conjugated 
secondary antibodies.

Statistical Analysis
Data were presented as mean ± standard de-

viation (SD). SPSS 21.0 (SPSS Inc., Chicago, IL, 
USA) was used for statistical analysis. Two-tail 
Student’s t-test was applied to test the results. 
Kaplan-Meier method and log rank test were ap-
plied to determine patient survival and their dif-
ferences. Any value that p<0.05 was considered 
statistically significant.

Results

The Expression Level of LINC00628 in 
Breast Cancer Tissues

The relative expression level of LINC00628 
in 60 breast cancer tissues of patients and adja-
cent non-cancerous tissues were detected by 
qRT-PCR. We found the expression level of 
LINC00628 in tumor tissues was significantly 
decreased compared with the adjacent non-can-
cerous tissues (Figure 1A). Additionally, 38 
breast cancer patients with lymph node me-
tastasis and 22 breast cancer patients without 
lymph node metastasis were classified on the 
basis of clinical stage. The expression level of 
LINC00628 in breast cancer tissues of patients 
with lymph node metastasis was significantly 
lower than that in those who without lymph 
node metastasis (Figure 1B).

Figure 1. The relative expression level of LINC00628 in breast cancer tissues. (A) The relative expression level of LINC00628 
in breast cancer tissues and adjacent non-cancerous tissues were detected by qRT-PCR. (B) The relative expression level of 
LINC00628 in primary breast cancer without or with metastasis. *p<0.05.
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The Expression Level of LINC00628 in 
Breast Cancer Cell Lines and the 
Prognosis in Breast Cancer According to 
the Expression Level of LINC00628

HCC1937 cells were derived from healthy bre-
ast tissue and were included here as controls. The 
expression level of LINC00628 in all of the four 
breast cancer cell lines, including LCC9, MDA-
MB-231, LCC2 and MCF-7, were detected by 
qRT-PCR. The expression level of LINC00628 in 
all breast cancer cell lines was notably decreased 
compared with that in HCC1937 cells (Figure 2A). 
LCC2 and MCF-7 showed the lowest expression 
level of LINC00628 and were used for the subse-
quent analysis. Moreover, the correlations betwe-
en the prognosis of the patient with breast cancer 
and the different expression level of LINC00628 
were analyzed. Kaplan-Meier method and log 
rank test were used, which showed the lower 
expression of LINC00628 led to a significantly 
shorter overall survival of patients in comparison 
with those who with higher LINC00628 expres-
sion (Figure 2B). 

The Overexpression of LINC00628 
Suppressed Breast Cancer 
Cells Proliferation

To identify LINC00628 as an inhibitor of breast 
cancer, LCC2 and MCF-7 cells were transfected 
with LINC00628. The expression of LINC00628 
was significantly increased in LCC2 and MCF-7 
cells after transfection with LINC00628 (Figure 
3A-B). Then, the proliferation rate was assessed 

in LCC2 and MCF-7 cells. The proliferative rate 
of LCC2 and MCF-7 cells after transfection with 
LINC00628 was significantly inhibited at 72h 
and 96h (Figure 3C-D). These data suggested that 
overexpression of LINC00628 inhibited cell pro-
liferation in breast cancer cells.

The Overexpression of LINC00628 
Suppressed Breast Cancer Cells Invasion 
and Migration

The further experiments were aimed at con-
firming the inhibitory function of LINC00628 in 
breast cancer. The invasion and migration capa-
city were detected after LCC2 and MCF-7 cells 
transfected with LINC00628. The results demon-
strated that LINC00628 has inhibitory effects on 
the invasion (Figure 4A) and migration (Figure 
4B) of LCC2 and MCF-7 cells. These results indi-
cated that the mobility of breast cancer cells was 
suppressed by ectopic expression of LINC00628.

The Overexpression of LINC00628 
Caused Cell Cycle Arrested in G0/G1 
Phase Breast Cancer Cells and Promoted 
Cell Apoptosis

To explore the functional mechanism of 
LINC00628 in breast cancer, the cell cycle distri-
bution and cell apoptosis rate in LCC2 and MCF-
7 cells, after transfection with LINC00628, were 
examined by flowcytometry. When LCC2 and 
MCF-7 cells were transfected with LINC00628, 
cell cycle was prominently shifted from S phase 
and G2/M phase to G0/G1 phase. Cell percentage 

Figure 2. The relative expression level of LINC00628 in breast cancer cell lines and the prognosis in breast cancer according 
to the expression level of LINC00628. (A) The relative expression level of LINC00628 in normal breast cells HCC1937 and 
four breast cancer cell lines LCC9, MDA-MB-231, LCC2 and MCF-7 were detected by qRT-PCR. (B) Overall survival curves 
in two breast cancer groups with low and high expression level of LINC00628. *p<0.05.
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in G0/G1 phase was significantly increased while 
cell percentage in S phase was significantly de-
creased and cell apoptosis was promoted (Figure 
5A-B). These data revealed that overexpression of 
LINC00628 arrested cell cycle in G0/G1 phase to 
induce cell apoptosis.

The Overexpression of LINC00628 
on the Effects of Bcl-2/Bax/Caspase-3 
Signal Pathway

The Bcl-2 and Caspase family play an important 
role in the regulation of cell apoptosis. In order to 
characterize the mechanism of LINC00628, which 
induced breast cancer cell apoptosis, the protein le-
vel of Bcl-2, Bax and Caspase-3 were detected by 
Western blot. The results showed that the relative 
expression of Caspase-3 and Bax protein was signi-
ficantly increased while the relative expression of 
Bcl-2 protein was significantly decreased in LCC2 
and MCF-7 cells after transfection with LINC00628 
(Figure 6A-B). These data revealed that overexpres-

sion of LINC00628 promoted cell apoptosis, and it 
is associated with regulation of Bcl-2/Bax/Caspa-
se-3 signal pathway.

Discussion

In this study, the expression level of 
LINC00628 was significantly decreased in LCC9, 
MDA-MB-231, LCC2 and MCF-7 cells compa-
red with normal human breast cell line HCC1937. 
LINC00628 expression level was also significant-
ly lowered in breast cancer tissues in comparison 
with the adjacent non-cancerous tissues and pa-
tients with a lower expression level of LINC00628 
had a poorer prognosis and lower overall survi-
val rate, which indicated lowered expression of 
LINC00628 could promote the development and 
metastasis in breast cancer patients. Meanwhi-
le, the cell proliferation, invasion and migration 
in LCC2 and MCF-7 cells were inhibited by the 

Figure 3. The overexpression of LINC00628 suppressed breast cancer cells proliferation. (A) The relative expression level of 
LINC00628 in LCC2 cells after transfection with LINC00628. (B) The relative expression level of LINC00628 in MCF-7 cells 
after transfection with LINC00628. (C) LCC2 cells proliferation rate were examined by CCK8 assay after transfection with 
LINC00628. (D) MCF-7 cells proliferation rate were examined by CCK8 assay after transfection with LINC00628. *p<0.05.
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overexpression of LINC00628. The further expe-
riments were used to confirm the inhibitory fun-
ction of LINC00628 in breast cancer. With the 
overexpression of LINC00628 cell cycle was 
arrested in G0/G1 phase in breast cancer cells, 
and cell apoptosis was promoted. The relative 
expression of Caspase-3 and Bax protein was si-
gnificantly increased while the relative expres-
sion of Bcl-2 protein was significantly decreased 
after transfection with LINC00628. Together, 
LINC00628 might serve as a tumor suppressor in 
breast cancer and provide a novel target for the 
diagnosis and treatment.

More evidence reveals that the LncRNAs play 
a crucial role in regulating genes in cancer de-
velopment, progression, and metastasis24,25. De-
cades of studies have found that proliferation, 

apoptosis, metastasis, and invasion are tightly as-
sociated with abnormal expression of LncRNAs 
in human cancer cells, including breast cancer16,17. 
LncRNA UCA1 was shown to confers tamoxifen 
resistance to breast cancer18,19. LncRNA UCA1 
suppressed breast cancer growth and invasion 
by regulating SATB120. Various LncRNAs have 
been demonstrated to play significant roles in bre-
ast cancer26,27. LncRNA LINC00628 is a newly 
discovered LncRNA and its role in human ga-
stric cancer was shown in previous literature23. 
LINC00628 negatively regulated its neighboring 
gene LRRN2 expression; however, its inhibitory 
effects on gastric cancer progression mainly de-
pended on regulating cell cycle-related genes23. In 
this work, the expression of LINC00628 was con-
firmed to be lower in tumor tissues. Overexpres-

Figure 4. The overexpression of LINC00628 suppressed breast cancer cells invasion and migration. (A) The invasion assays 
were performed in LCC2 and MCF-7 cells after transfection with LINC00628. (B) The migration assays were performed in 
LCC2 and MCF-7 cells after transfection with LINC00628. *p<0.05.

Figure 5. The overexpression of LINC00628 caused cell cycle arrested in G0/G1 phase breast cancer cells and promoted 
cell apoptosis. (A) The cell cycle distribution and cell apoptosis rate were explored in LCC2 cells after transfection with 
LINC00628. (B) The cell cycle distribution and cell apoptosis rate were explored in MCF-7 cells after transfection with 
LINC00628. *p<0.05.
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sion of LINC00628 inhibited cell proliferation, 
invasion and migration. The results indicated that 
LINC00628 can affect the growth and mobility of 
breast cancer to some degree.

Apoptosis in multicellular organisms is one of 
the most effective ways to eliminate the harmful 
or unnecessary cells, the abnormal regulations 
of which might be associated with tumorigene-
sis28,29. Apoptosis can be initiated mainly by two 
pathways: intrinsic pathway where cells suicide 
upon stress stimulation and extrinsic pathway, in 
which cells kill themselves due to signals from 
other cells30,31. The Bcl-2 family (Bcl-2, Bax) and 
Caspase family play important roles in the regula-
tion of cell apoptosis32,33. Bcl-2 inhibits cell apop-
tosis and prevents Bax gene expression34. Bax is 
an essential protein to determine cell apoptosis35. 
The proapoptotic mechanism of Bax is performed 
by promoting the release of cytochrome c, which 
can activate caspase-3 and form a dipolymer with 
bcl-2 in the mitochondrial apoptosis signaling pa-
thway36. Meanwhile, researches showed that the 
changes of Bax/Bcl-2 ratio are important to regu-

late the activity of Caspase proteins and promote 
apoptosis37,38. In this study, the overexpression of 
LINC00628 caused cell cycle to be arrested in 
G0/G1 phase breast cancer cells and promoted 
cell apoptosis. The results showed the relative 
expression of Caspase-3 and Bax protein were 
significantly increased while the relative expres-
sion of Bcl-2 protein was significantly decreased 
in LCC2 and MCF-7 cells after transfection with 
LINC00628. These data revealed that overexpres-
sion of LINC00628 promoted cell apoptosis by 
modulating Bcl-2/Bax/Caspase-3 signal pathway.

Conclusions

Our study showed the inhibitory effects of 
LINC00628 in breast cancer progression by regu-
lating cell proliferation, invasion, migration, cell 
cycle and cell apoptosis. Meanwhile, we demon-
strated that LINC00628 serve as a tumor suppres-
sor in human breast cancer associated with regu-
lation of Bcl-2/Bax/Caspase-3 signal pathway.

Figure 6. The overexpression of LINC00628 on the effects of Bcl-2/Bax/Caspase-3 signal pathway. (A) The relative expres-
sion level of Bcl-2, Bax and Caspase-3 protein in LCC2 cells after transfection with LINC00628 were detected by Western blot-
ting. (B) The relative expression level of Bcl-2, Bax and Caspase-3 protein in MCF-7 cells after transfection with LINC00628 
were detected by Western blotting. *p<0.05.



D.-Q. Chen, X.-D. Zheng, Y. Cao, X.-D. He, W.-Q. Nian, X.-H. Zeng, X.-Y. Liu

282

Conflict of interest
The authors declare no conflicts of interest.

References

 1) Chen L, huang Z, Yao g, LYu X, Li J, hu X, Cai Y, Li W, 
Ye C, Li X. Erratum to: the expression of CXCL13 
and its relation to unfavorable clinical characteri-
stics in young breast cancer. J Transl Med 2016; 
14: 318.

 2) MaLLa hP, Park BJ, koh JS, Jo DJ. Giant intratho-
racic meningocele and breast cancer in a neuro-
fibromatosis type I patient. J Korean Neurosurg 
Soc 2016; 59: 650-654.

 3) JohnSon DC, rifai L, PateL PV. Coronary ectasia in 
a man on breast cancer therapy presenting with 
acute coronary syndrome. Avicenna J Med 2016; 
6: 120-123.

 4) LaMBauDie e, houVenaegheL g, ZioueChe a, knight S, 
DraVet f, garBaY Jr, giarD S, CharitanSkY h, Cohen 
M, faure C, huDrY D, aZuar P, ViLLet r, giMBergueS 
P, De Lara Ct, taLLet a, Bannier M, MinSat M, re-
SBeut M. Exclusive intraoperative radiotherapy for 
invasive breast cancer in elderly patients (&gt; 70 
years): proportion of eligible patients and local re-
currence-free survival. BMC Surg 2016; 16: 74.

 5) Chen J, Shin VY, Siu Mt, ho JC, Cheuk i, kWong a. 
MiR-199a-5p confers tumor-suppressive role in 
triple-negative breast cancer. BMC Cancer 2016; 
16: 887.

 6) Van niJnatten tJ, PLouMen eh, SChiPPer rJ, goor-
tS B, anDrieSSen eh, VanWetSWinkeL S, SChaVeMaker 
M, neLeManS P, De VrieS B, BeetS-tan rg, SMiDt ML, 
LoBBeS MB. Routine use of standard breast MRI 
compared to axillary ultrasound for differentiating 
between no, limited and advanced axillary nodal 
disease in newly diagnosed breast cancer patien-
ts. Eur J Radiol 2016; 85: 2288-2294.

 7) MattingLY ae, kiLuk JV, Lee MC. Clinical considera-
tions of risk, incidence, and outcomes of breast 
cancer in sexual minorities. Cancer Control 2016; 
23: 373-382.

 8) Zhang X, Liu X, Luo J, Xiao W, Ye X, Chen M, Li 
Y, Zhang gJ. Notch3 inhibits epithelial-mesenchy-
mal transition by activating Kibra-mediated Hip-
po/YAP signaling in breast cancer epithelial cells. 
Oncogenesis 2016; 5: e269.

 9) PanagiotoPouLoS n, LagouDianakiS e, PaPPaS a, fiLiS 
k, SaLeMiS n, ManouraS a, kontZogLou k, ZografoS 
g. Lymphovascular infiltration in the tumor bed is 
a useful marker of biological behavior in breast 
cancer. J BUON 2016; 21: 1082-1089.

10) kuCukoZtaS n, oguZ a, rahatLi S, aLtunDag o, aLtun-
Dag k. Response rates of taxane rechallenge in 
metastatic breast cancer patients previously trea-
ted with adjuvant taxanes. J BUON 2016; 21: 1076-
1081.

11) Chen Z, Yu C, Zhan L, Pan Y, Chen L, Sun C. LncR-
NA CRNDE promotes hepatic carcinoma cell pro-

liferation, migration and invasion by suppressing 
miR-384. Am J Cancer Res 2016; 6: 2299-2309.

12) hu hB, Jie hY, Zheng XX. Three circulating LncR-
NA predict early progress of esophageal squa-
mous cell carcinoma. Cell Physiol Biochem 2016; 
40: 117-125.

13) aLLiSon SJ. Diabetic nephropathy: a lncRNA and 
miRNA megacluster in diabetic nephropathy. Nat 
Rev Nephrol 2016; 12: 713.

14) engreitZ JM, haineS Je, PereZ eM, MunSon g, Chen J, 
kane M, MCDoneL Pe, guttMan M, LanDer eS. Local 
regulation of gene expression by lncRNA promo-
ters, transcription and splicing. Nature 2016; 539: 
452-455.

15) Shafiee M, aLeYaSin Sa, MoWLa SJ, VaSei M, YaZDanPa-
raSt Sa. The effect of MicroRNA-375 overexpres-
sion, an inhibitor of helicobacter pylori-induced 
carcinogenesis, on lncRNA SOX2OT. Jundisha-
pur J Microbiol 2016; 9: e23464.

16) Zhang k, Luo Z, Zhang Y, Zhang L, Wu L, Liu L, Yang 
J, Song X, Liu J. Circulating lncRNA H19 in plasma 
as a novel biomarker for breast cancer. Cancer 
Biomark 2016; 17: 187-194.

17) SaS-Chen a, aure Mr, LeiBoViCh L, CarVaLho S, enuka 
Y, korner C, PoLYCarPou-SChWarZ M, LaVi S, neVo n, 
kuZnetSoV Y, Yuan J, aZuaJe f, uLitSkY i, DieDeriChS S, 
WieMann S, Yakhini Z, kriStenSen Vn, BorreSen-DaLe 
aL, YarDen Y. LIMT is a novel metastasis inhibiting 
lncRNA suppressed by EGF and downregulated 
in aggressive breast cancer. EMBO Mol Med 
2016; 8: 1052-1064.

18) Xu Cg, Yang Mf, ren YQ, Wu Ch, Wang LQ. Exo-
somes mediated transfer of lncRNA UCA1 results 
in increased tamoxifen resistance in breast can-
cer cells. Eur Rev Med Pharmacol Sci 2016; 20: 
4362-4368.

19) Xiao C, Wu Ch, hu hZ. LncRNA UCA1 promotes 
epithelial-mesenchymal transition (EMT) of bre-
ast cancer cells via enhancing Wnt/beta-catenin 
signaling pathway. Eur Rev Med Pharmacol Sci 
2016; 20: 2819-2824.

20) Lee JJ, kiM M, kiM hP. Epigenetic regulation of long 
noncoding RNA UCA1 by SATB1 in breast cancer. 
BMB Rep 2016; 49: 578-583.

21) Pei J, Wang B. Notch-1 promotes breast cancer 
cells proliferation by regulating LncRNA GAS5. 
Int J Clin Exp Med 2015; 8: 14464-14471.

22) Yan r, Cao J, Song C, Chen Y, Wu Z, Wang k, Dai L. 
Polymorphisms in lncRNA HOTAIR and suscep-
tibility to breast cancer in a Chinese population. 
Cancer Epidemiol 2015; 39: 978-985.

23) Zhang ZZ, Zhao g, Zhuang C, Shen YY, Zhao WY, 
Xu J, Wang M, Wang CJ, tu L, Cao h, Zhang Zg. 
Long non-coding RNA LINC00628 functions as a 
gastric cancer suppressor via long-range modula-
ting the expression of cell cycle related genes. Sci 
Rep 2016; 6: 27435.

24) Cheng g, he J, Zhang L, ge S, Zhang h, fan X. 
HIC1 modulates uveal melanoma progression by 
activating lncRNA-numb. Tumour Biol 2016; 37: 
12779-12789.



LncRNA LINC00628 and breast cancer

283

25) Wang Sh, Zhang MD, Wu XC, Weng MZ, Zhou D, 
Quan ZW. Overexpression of LncRNA-ROR pre-
dicts a poor outcome in gallbladder cancer pa-
tients and promotes the tumor cells proliferation, 
migration, and invasion. Tumour Biol 2016; 37: 
12867-12875.

26) Xu n, Chen f, Wang f, Lu X, Wang X, LV M, Lu C. 
Clinical significance of high expression of circula-
ting serum lncRNA RP11-445H22.4 in breast can-
cer patients: a chinese population-based study. 
Tumour Biol 2015; 36: 7659-7665.

27) Xing Z, Park Pk, Lin C, Yang L. LncRNA BCAR4 
wires up signaling transduction in breast cancer. 
RNA Biol 2015; 12: 681-689.

28) Ji Y, rong X, Li D, Cai L, rao J, Lu Y. Inhibition of 
cartilage acidic protein 1 reduces ultraviolet b 
irradiation induced-apoptosis through p38 mito-
gen-activated protein kinase and jun amino-termi-
nal kinase pathways. Cell Physiol Biochem 2016; 
39: 2275-2286.

29) Chen Yf, Wu kJ, huang WS, hSieh YW, Wang 
YW, tSai hY, Lee MM. Neuroprotection of Guei-
chih-Fuling-Wan on cerebral ischemia/ reper-
fusion injury in streptozotocin-induced hyper-
glycemic rats via the inhibition of the cellular 
apoptosis pathway and neuroinflammation. Bio-
medicine (Taipei) 2016; 6: 21.

30) Song f, Wang Y, Jiang D, Wang t, Zhang Y, Ma 
h, kang Y. Cyclic compressive stress regulates 
apoptosis in rat osteoblasts: involvement of PI3K/
Akt and JNK MAPK signaling pathways. PLoS 
One 2016; 11: e165845.

31) Liu Y, gao X, DeeB D, Zhang Y, ShaW J, VaLeriote fa, 
gautaM SC. Mycotoxin verrucarin a inhibits prolife-

ration and induces apoptosis in prostate cancer 
cells by inhibiting prosurvival Akt/NF-kB/mTOR 
signaling. J Exp Ther Oncol 2016; 11: 251-260.

32) SLonieCka M, BaCkMan LJ, DanieLSon P. Antiapoptotic 
effect of acetylcholine in fas-induced apoptosis 
in human keratocytes. Invest Ophthalmol Vis Sci 
2016; 57: 5892-5902.

33) Wu Y, tang L. Bcl-2 family proteins regulate apopto-
sis and epithelial to mesenchymal transition by cal-
cium signals. Curr Pharm Des 2016; 22: 4700-4704.

34) PhaM hh, Seong Ya, oh CW, kiM gD. The herbal 
medicine cyperus amuricus inhibits proliferation 
of human hepatocellular carcinoma Hep3B cells 
by inducing apoptosis and arrest at the G0/G1 cell 
cycle phase. Int J Oncol 2016; 49: 2046-2054.

35) goMeZ-Bougie P, haLLieZ M, Moreau P, PeLLat-De-
CeunYnCk C, aMiot M. Repression of Mcl-1 and di-
sruption of the Mcl-1/Bak interaction in myeloma 
cells couple ER stress to mitochondrial apoptosis. 
Cancer Lett 2016; 383: 204-211.

36) teng h, huang Q, Chen L. Inhibition of cell prolife-
ration and triggering of apoptosis by agrimonoli-
de through MAP kinase (ERK and p38) pathways 
in human gastric cancer AGS cells. Food Funct 
2016; 7: 4605-4613.

37) Yu L, Ma J, han J, Wang B, Chen X, gao C, Li D, 
Zheng Q. Licochalcone b arrests cell cycle pro-
gression and induces apoptosis in human breast 
cancer MCF-7 cells. Recent Pat Anticancer Drug 
Discov 2016; 11: 444-452.

38) Wang W, Chen J, Dai J, Zhang B, Wang f, Sun Y. Mi-
croRNA-16-1 inhibits tumor cell proliferation and 
induces apoptosis in a549 non-small cell lung 
carcinoma cells. Oncol Res 2016; 24: 345-351.


